Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.007 Å; R factor = 0.059; wR factor = 0.157; data-to-parameter ratio = 13.1.
Hydrogen-bond geometry (Å , ).
D-HÁ Á ÁA
D -H HÁ Á ÁA D Á Á ÁA D -HÁ Á ÁA C18-H18AÁ Á ÁO3 i 0.97 2.50 3.316 (6) 142
Symmetry code: (i) x À 1; y; z.
Data collection: RAPID-AUTO (Rigaku, 2006) ; cell refinement: RAPID-AUTO; data reduction: RAPID-AUTO; program(s) used to solve structure: IL MILIONE (Burla et al., 2007) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: CrystalStructure (Rigaku, 2010) and DIAMOND (Brandenburg, 2006) ; software used to prepare material for publication: Crystal-Structure.
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The bond lengths and angles are normal and correspond to those observed in related structures (Asad et al., 2012; Fun et al., 2011; Mehdi et al., 2011) . In the title compound, the dihedral angle between the 4-chlorophenyl and xanthenedione is 87.97 (6)°. Two cyclohexenone rings display a half-chair conformation whereas the pyran ring adopts a boat conformation.
In the crystal packing (Fig. 2) , intermolecular C18-H18A···O3 hydrogen bond (Table 1) link molecules into a chain.
Experimental
To solution of (E))-2,2'-(3-(4-chlorophenyl)prop-2-ene-1,1-diyl)bis (3-hydroxycyclohex-2-enone) (1.25 mmol) methanol (12.5 ml) and catalytic amounts of sulfuric acid (0.2 ml) in under nitrogen atmosphere were added. After stirring for 3 h, the solvent was evaporated and the remaining residue was dissolved in ethyl acetate. The mixture was neutralized with saturated sodium bicarbonate and the solution was extracted with ethyl acetate. The resulting solid was purified by recrystallization from ethanol and methylene chloride to afford white needle crystals suitable for X-ray analysis.
Refinement
All hydrogen atoms were positioned geometrically and refined using a riding model with C-H = 0.93-1.06 Å and Uiso(H) = 1.2 or 1.5Ueq(C). (E)-9-(4-Chlorostyryl) -3,4,5,6,7,9-hexahydro-2H-xanthene-1,8- Refinement. Refinement was performed using all reflections. The weighted R-factor (wR) and goodness of fit (S) are based on F 2 . Rfactor (gt) are based on F. The threshold expression of F 2 > 2.0 σ(F 2 ) is used only for calculating R-factor (gt).
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq Cl1 0.2944 (3) 0.68648 (7) 0.50318 (7) 0.0742 (5) 
0.0885 (10) 0.0694 (8) 0.0646 (9) 0.0114 (7) 0.0153 (7) −0.0112 (7) O1 0.0528 (17) 0.0641 (18) 
